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Figure 2. DNA Sequence of the human IL-1B allele 2 (+6912) 

19 33 AGAAAGAAAG AGAGAGAGAA AGAAAAGAAA -GGAAGGAA GGAAGGAAGG TGCAAAGTGG 
18 73 GGCTCTGAGG AAGGTGGCAG TTCCTACAAC GGGAGAACCA GTCGTTMTT ^ 

15 73 TCAGAAGGCT GCTTGGAGAG CAAGTCCATG ^TGCTCTT TT.CCCACAG 

-ictt TTrrrTrf . TC! TCTCAAATAC TTGCACAGAG GCTCACTLCL. i i^rti^^ 
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- TGGGGAGGCT GAGGCAGGAG AATGGTGTGA ACCCGGGAGG CGGAACTTGC 

• 103 3 GATCGTGCCA CTGCACTCCA GCCTGGGCGA CAGAGTGAGA CTCTGTCTCA 
-973 AAAAGTGTTA TGATGCAGAC CTGTCAAAGA GGCAAAGGAG GGTGTTCCTA CACI^A 
-913 ACTGTTCATA ACCTGGACTC TCATTCATTC TACAAATGGA GGGCTCCCCT ^CAGATCC 
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1008 ATATCACTGT GAAACTTGCC AGGTGTTTCA GGCAGCTTTG AGAGGCAGGC T ^TTGCAGT 
1068 TTCTTATGAA CAGTCAAGTC TTGTACACAG GGAAGGAAAA ATAAACCTGT TTAGAAGACA 

^ttcIgm atgtccctgt ttttattaca gtggcaatga ggatgacttg ttctttgaag 
™ccc tIaIcagaxg aaggtaagac taxgggttta acxcccaacc caaggaaggg 

12 4 8 CTCTAACACA GGGAAAGCTC AAAGAAGGGA GTTCTGGGCC ^CTTTGATGC CATGGTAT 
13 0 8 TGTTTTAGAA AGACTTTAAC CTCTTCCAGT GAGACACAGG CTGCACCACT TGCTGACCTG 
1 68 GCCACTTGGT CATCATATCA CCACAGTCAC TCACTAACGT TGGTGGTGGT GGCCACACTT 
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AM ^tptctccx gctc^cttt cxxxxgtgca ctxacaggtc tcxttaacxg tcxxxcaagc 

EEi SEE 5SK2 = =i =1 

2 3 88 ATGAGACAGT GTTATGAAAA AGGAAAAAAA AGAACAGTGT AGAAAAATTG ^ACTTGCT 

sss = = = = = 
is: sses; sses sees sss = ~ 

;;s ssss sssss ssss ssss? ssss ss™. 

sisss »™t=™o c™™™ c™»cct= ct^™ 

TTCCTCAGTC TCCTGAATAG CTAGGATTAC AGGTGCACCC CACCACACCC AGCXAAT 1 i 1 
2 TGTATTTTTA GXAGAGAAGG GGTTTCGCCA TGTTGGCCAG GCXGGTXTTG ^CXGAC 

298 CTAAAXGATX CATCCACCTC GGCTTCCCAA AGTGCTGGGA TTACAGGCAT ^GCCACCAC 
3048 GCCTGGCCCA GAGAGGGATG ATCTTTAGAA G CTCGGGATT CTTTCAAGCC CTTTCCTCCT 
" ctctGAGCTT TCTACTCTCT GATGTCAAAG CATGGTTCCT GGCAGGACCA CCTCACCAGG 
All CTCCCTCCCT CGCTCTCTCC GCAGTGCTCC TTCCAGGACC TGGACCTCTG CCCTCTGGAT 
GGCGGCATCC AG CTACG AAT CTCCGACCAC CACXACAGCA ^GCTXCAG «MGC0GCa 
^flS TCAGTTGTTG TGGCCATGGA CAAGCTGAGG AAGATGCTGG TTCCCTGCCC A CAGACCTTC 

c^gIgaTxg acctgagcac cttctttccc txcaxcxtxg SSSSS 

, anB rTAfCCAGXA GATCTCCACT TGTGTCCTCT TGGAAGTCAT CAAGCCCCAG CCAACTCAAJ. 

MM t^cccagIg ccaaagccct TTAAAGGTAG AAGGCCCAGC ggggagacaa AACAAAGAAG 

Mil GCTGGAAACC A^ATcI TCTCTTTAGT GGAAACTATT CTTAAAGAAG ATCTTGATGG 
Mil cScT^AT T^CAtcTCC CTCACTCTTT CTCAGGGGCC TTTCACTTAC ATTGTCACCA 

MM tIggt^cgta acctccctgt gggctagtgt tatgaccatc accattttac cxaagxagct 

MM CTGTTGCTCG GCCACAGTGA GCAGTAATAG ACCTGAAGCT GGAACCCATG TCTAATAGTG 
MM TCAGGTCCAG TGTTCTTAGC CACCCCACTC CCAGCTTCAT CCCTACTGGT GTXGTCAXCA 
,828 GACTTTGACC gStATGCXC AGGTGTCCTC CAAGAAATCA AATTTTGCCA CCTCGCCTCA 

3 -88-CGAGGCCTGC CCTTCTGATT TTATACCTAA ACAACATGTG CTCCACATTT CAGAACCTAT 
3948 CTTCTTCGAC ACATGGGATA ACGAGGCTTA TGTGCACGAT GCACCTGTAC ^CACTGAA 

4 0 SgScgctc cgggactcac agcaaaaaag cttggtgatg tctggtccat ^tgaactgaa 

AAA* AGCTCTCCAC CTCCAGGGAC AGGATATGGA GCAACAAGGT AAATGGAAAC ATCCTGGTTT 
MM CCCXGCCXGG CCTCCTGGCA GCTTGCTAAT TCTCCATGTT TTAAACAAAG TAGAAAGTTA 
ATTTAAGGCA AATGATCAAC ACAAGTGAAA AAAAATATTA A^AATA £££££ 
AM* CGTCCTAGAA ATGGCACATT TGATTGCACT GGCCAGTGCA TTTGTTAACA GGAGTGTGAC 

cSg™ xIgacggcxc AAGCACXCCC aggaccaxgx ccacccaagx -cxxgggca 
I«p TACTGCAGTG tcaaxxcxxc cacaaxaxgg ggxcattxga tggacaxggc ciaacxgccx 
4428 gxggottctc xcxtccxgxx gtxgaggcxg aaacaagagt gctggagcga taaxgxgxcc 
MM atccccctcc ccagxcxxcc ccccttgccc caacaxccgx cccacccaat gccaggtggx 
AMI tcctxgtIgg gaaaxxxxac cgcccagcag gaacxxatax cxcxccgcxg taacgggcaa 

= sees = = ~ ~ 

B ~ = EE ~ = =ss 

4 90 8 c^Itgggct actcxctgxt ccxgaaacag xxctggxgcc tgaxxxctgg cagaagxaca 

4 96 8 GC™CTC TTTCCXXXCC TXCCACATTG AXCAAGXTGT XCCGCTCCXG XGGAXGGGCA 

s cat^cagc cIgxgILca AXGGCXTCCX xcctxccxxc cxxcagcaxt xaaaatgtag 
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508 8 ACCCTCTTTC ATTCTCCGTT CCTACTGCTA 
514 8 GGGGAAACCC TAAATCAACA AAATGACCCT 
52 0 8 GTGTCTTAGG CCAAGGAACC TCACTGTGGG 

52 6 8 CTACTCTCGG GGCTAGGGGT TGGGGTGACC 
5 32 8 CCTTCTTTCT TCAGTGGTGT TCTCCATGTC 

53 88 AATACCTGTG GCCTTGGGCC TCAAGGAAAA 
544 8 TGATAAGCCC ACTCTACAGC TGGAGGTAAG 
5 508 CTCCTGCTAC CACTTATTCC CAGACAATTC 
55 6 8 GCTGGGAACA GGTCTATTTG ACAAGTTTTG 
5 62 8 TAACTGCGTG CAACCTTCAA TCCTGCTGCA 
5688 TGTCCTACCA TAGTTACAAC CCCAACAGAT 
5 74 8 AGACACCTTG GGAAATAGAT GACTTAAAGG 
58 08 AATCACCACC ACTATCACCT CCAGCTTTCT 
5 8 68 ATTCTAGGAC C AT AAG G AAA AAT A CAAT AA 
5 92 8 GCTCTAGCTT AATTTTCACC CCCCCAAAAA 

5 98 8 AGCATTTGGC ACTAAGTTTT AGAAAAGAAG 

6 04 8 TGGGGGCCCA GTTACAACTC AGGAGTCTGG 
610 8 CCTTTCTGGC CAACCCAAAG AACATCTTTC 
616 8 AAATTCTTCT TTCTCTTTCG CTGCAGAGTG 
622 8 TGGAAAAGCG ATTTGTCTTC AACAAGATAG 
62 8 8 CCCAGTTCCC CAACTGGTAC ATCAGCACCT 
634 8 GAGGGAC CAA AGGCGGCCAG GATATAACTG 
64 0 8 GAGAGCTGTA CCCAGAGAGT CCTGTGCTGA 
64 6 8 AGGGAACAGA AAGGTTTTTG AGTACGGCTA 
652 8 TGCCCAACTG CCTGCCTTAG GGTAGTGCTA 
6588 TCAGCTCTCT CCTTTCAGGG CCAATCCCCA 
664 8 TCTCCTACTC ACTTAAAGCC CGCCTGACAG 
67 0 8 CCTCTGTCAT TCGCTCCCAC ATTCTGATGA 
67 68 GTTTGTTTGT TTTGATTCAT TGGTCTAATT 
682 8 TGTAAAAGAG CCTAGTTTTT AATAGCTATG 
6888 CTTTAAATCA AGTCCTTTAA TTAA ffACTGA 

^ 6948 AAT ATT TATA AATGAG C AAA TATGATACTG 
700 8 GAAAAAAAAA AAAGGGTCTC TCCTGATCAT 

7 068 AAACAGGCTG TGAGAGTTCT TGGGACTAAG 
712 8 CCTAGAAATA TCCTTGGCCA CCGAAGACTA 
718 8 TTCAACAGAA GGATATTCAG TGCACATCTG 
7 24 8 TCAGGACTGG TAGTAACAGC TACCATGATT 

73 08 CAAGCGCTAT GTACTAGGAG CTGGGAGTAC 
7368 AGATAGGAGA GGCAGCTAGT TATAAGCAGA 

74 2 8 G AAG AAC G AA GAGGAGTAGC CAGGAAGGAG 
74 8 8 AGGGATAAAC AGAAGATTTC CACACATGGG 
754 8~AATCCCAGCA CTTTGGGTGG CAGGGGCAGA 
7 60 8 AGCCTGGGCA ACATAGTGAG ACTCCCATCT 
7 66 8 TCAGCCAGGC ATGCTGGCAT GCACCTGTAG 
7 72 8 GATTGCTTGA GCCCAGAAGT TCAAGACTGC 
7788 C 




TGAGGCTCTG AGAAACCCTC AGGCCTTTGA 
GCTATTGTCT GTGAGAAGTC AAGTTATCCT 
TTCCCACAGA GG CT AC CAAT TACATGTATC 
CTGCATGCTG TGTCCCTAAC CACAAGACCC 
CTTTGTACAA GGAGAAGAAA GT AAT G AC AA 
GAATCTGTAC CTGTCCTGCG TGTTGAAAGA 
T G AAT G C TAT GGAATGAAGC CCTTCTCAGC 
ACCTTCTCCC CGCCCCCATC CCTAGGAAAA 
CATTAATGTA AATAAATTTA AC AT AAT TTT 
GAAAATTAAA TCATTTTGCC GATGTTATTA 
TATATATTGT TAGGGCTGCT CTCATTTGAT 
GT C C C ATT AT CACGTCCACT CCACTCCCAA 
C AG C AAAAG C TTCATTTCCA AGTTGATGTC 
AAAGCCCCTG GAAACTAGGT ACTTCAAGAA 
AAAAAAATTC TCACCTACAT TATGCTCCTC 
AAGGGCTCTT TT AAT AAT C A CACAGAAAGT 
CTCCTGATCA TGTGACCTGC TCGT CAGTTT 
CCATAGGCAT CTTTGTCCCT TGCCCCACAA 
TAGATCCCAA AAATTACCCA AAGAAGAAGA 
AAATCAATAA CAAGCTGGAA TTTGAGTCTG 
CT CAAGCAGA AAACATGCCC GTCTTCCTGG 
ACTTCACCAT GCAATTTGTG TCTTCCTAAA 
ATGTGGACTC AATCCCTAGG GCTGGCAGAA 
TAGCCTGGAC TTTCCTGTTG TCTACACCAA 
AGAGGATCTC CTGTCCATCA GCCAGGACAG 
GCCCTTTTGT TGAGCCAGGC CTCTCTCACC 
AAACCACGGC CACATTTGGT TCTAAGAAAC 
GCAACCGCTT CCCTATTTAT TTATTTATTT 
TATTCAAAGG GGGCAAGAAG TAGCAGTGTC 
GAATCAATTC AATTTGGACT GGTGTGCTCT 
AAATATATAA G C T C AG ATT A TTTAAATGGG 
TTCAATGGTT CTGAAATAAA CTTCACTGAA 
TGACTGTCTG GATTGACACT GACAGTAAGC 
CCCACTCCTC ATTGCTGAGT GCTGCAAGTA 
TCCTCCTCAC CCATCCCCTT TATTTCGTTG 
GAACAGGATC AGCTGAAGCA CTGCAGGGAG 
TATCTATCAA TGCACCAAAC ATCTGTTGAG 
AGAGATGAGA ACAGTCACAA GTCCCTCCTC 
ACAAGGTAAC ATGACAAGTA GAGTAAGATA 
GGAGGAGAAC GACATAAGAA T C AAG C CT AA 
CTGGGCCAAT TGGGTGTCGG TTACGCCTGT 
AAGATCGCTT GAGCCCAGGA GTTCAAGACC 
CTACAAAAAA TAAATAAATA AATAAAACAA 
TCCTAGCTAC TTGGGAAGCT GACACTGGAG 
AGTGAGCTTA TCCGTTGACC TGCAGGTCGA 



